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Probability

Imatinib
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A Hocchaus, et. al., Long-Term Outcomes of

Imatinib Treatment for Chronic Myeloid Leukemia,
N Engl | Med. 2017 Mar 9; 376(10): 917-927.



Pembrolizmab

Pernbrolizumab combination

Placebo combination

Patients Who Survived (%)

Hazard ratio for death, 0.49 (95% C|, 0.33-0.64)
P<0.00]

0 T T T | T T 1
0 3 & 9 12 I3 18 21

Months

Gandhi L, et. al., Pembrolizumab plus Chemotherapy in
Metastatic Non-Small-Cell Lung Cancer (KEYNOTE-189),
NEJM, Apr 16. doi: 10.1056/NEJM0al801005.
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Marquart J, et. al., Estimation of The Percentage of US Patients With Cancer Who Benefit
From Genome-Driven Oncology. JAMA Oncol. Published online April 17, 2018. doi:10.1001/
jamaoncol.2018.1660
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Vaccination protects against invasive HPV-associated cancers

Tapio Luostarinen (9%, Dan Apter’, Joakim Dillner”, Tiina Eriksson®, Katja Harfjula®, Kad Natunen®, Jorma Paavonen®,

Eero Pukkala'™ and Matti Lehtinen®™*

'Finnish Cancer Registry, Helsinki Finland

* Department of Laboratory Medicine, Karolinska Institule, Stockholm, Sweden
*YL-Medi, Helsinki, Finland

*Sehool of Health Sciences, Universily of Tampere, Tampere, Finland

* Department of Obstetrics and Gynecology, University of Helsinki, Helsinki, Finland

Dear Editor,

Human papillomavirus (HPV) vaccines were already in clini-
cal trals highly efficacious against infection and cervical
intraepithelial neoplasia grade 3 (CIN3).'" Population-based
cancer-registry follow-up of two Finnish vaccination trial
cohorts and unvaccinated control cohorts has proved their
sustained protective effectiveness against CIN3 irrespectively
of HPV type 10 years post vaccination™ but efficacy against
invasive cancer has remained open. We report findings made
in conjunction of the cancer-registry follow-up's interim

.5 . . . .
analvsis’ now 1sine invasive cancer as the end-noint for all

HPV16/18 vaccinated and 2,173 hepatitis B-virus vaccinated
14- to 15-year-old women (not cross-vaccinated against
HPV16/18) were enrolled in 2007-2008 to a community-
randomized phase IV trial (NCT00534638) on the impact of
gender-neutral vs. girls-only vaccination str;rceg'na.'i.'rr
ﬂge-aligned\a's country-wide Finnish Cancer Registry-
based follow-up of all the above-mentioned cluster and/or
individually randomized cohorts for comparable up to 7-year
time-periods between June 2007 and December 2015 resulted
in 65656 and 124,245 follow-up years for HPV-vaccinated
and non-HPV vacrinated women. Thus. alsn the 866 + 2465



T4 272 FHAFRE J7R— b DERE

Age-aligned,*” _ countrjr-wide Finnish Cancer Registry-
based foﬂow-ug of all the above-mentioned cluster and/or

individually randomized cohorts for comparable up to 7-year

time-periods between June 2007 and December 2015 resulted
In 65,656 and 124,245 foﬁow-ug years for HPV-vaccinated

and non-HPV vaccinated women. Thus, also the 866 + 2,465
originally 16- to 17-year-old HPV vaccinated and the 15,665
18- to 19-year-old unvaccinated women were of the same age
during the follow-up.
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Distribution and clinical impact of functional variants in
50,726 whole-exome sequences from the DiscovEHR
study

Frederick E. Dewey'.", Michael F. Murray?, John D. Overton', Lukas Habegger', Joseph B. Leader”, Samantha N. FetterolfZ,...

+ See all authors and affiliations

Science 23 Dec 2016:
Vol. 354, Issue 6319, aaf6814
DOI: 10.1126/science.aaf6814

elLetters PDF

View Full Text >
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Article Figures & Data

You are currently viewing the abstract.

Unleashing the power of precision medicine

Precision medicine promises the ability to identify risks and treat patients on the basis of
pathogenic genetic variation. Two studies combined exome sequencing results for over 50,000
people with their electronic health records. Dewey et al. found that ~3.5% of individuals in their
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